
NCBI: Influenza Resources Available

Influenza virus infection is a major threat to public health in the United States, resulting in over 200,000 hospitalizations
and 30,000 deaths each year. The Influenza Virus Genome Project is providing researchers with a growing collection of
virus sequences essential to the identification of the genetic determinants of influenza pathogenicity. National Center for
Biotechnology Information (NCBI) provides online tools for the analysis of these and other influenza sequences in
GenBank.

For more information about these resources, please see: New Databases and Tools Target Influenza. NCBI News. 2006
Summer;(15):1.
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http://www.ncbi.nlm.nih.gov/genomes/FLU/FLU.html
http://www.ncbi.nlm.nih.gov/Web/Newsltr/V15N1/index.html
https://galter.northwestern.edu/news/ncbi-influenza-resources-available.pdf
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